Table S16. Testing different gene finder parameterizations.

	Parameterization
	Nucleotide

Accuracy
	Splice Site Sensitivity
	Splice Site Specificity
	Exon Sensitivity
	Exon Specificity

	"hybrid"
	95%
	66%
	49%
	71%
	32%

	"long-ORFs"
	79%
	29%
	19%
	10%
	10%





